Explanation of the conversion of
SNP- patterns obtained from the
P.aeruginosa typing chip to a
hexadecimal code

An example
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Conversion of the SNP- pattern to a hexadecimal code (manually):
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Strain: P.aeruginosa PAK

Conversion of the SNP- pattern to a hexadecimal code (manually):
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Strain: P.aeruginosa PAK

Conversion of the SNP- pattern to a hexadecimal code (manually):
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Hexadecimal code for the SNP-pattern of PAK: 55AA



Strain: P.aeruginosa PAK

Conversion of the SNP- pattern to a hexadecimal code (manually):
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Hexadecimal code for the SNP-pattern of PAK: 55AA

Advantage of the hexadecimal codes:

Instead of an unwieldy digital (binary) code with 17 positions the complete
typing information is combined to a 4 letter- code that can easily be used
and exchanged for the identification of a clone.



Strain: P.aeruginosa PAK

SNP-pattern:

oriC
oprL
alkB2
citS-1
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Automated conversion of the SNP- pattern to a hexadecimal code

(MS-Excel 2003):

SNP-pattern = DEC2HEX((8*oriC+4*oprL+2*alkB2+citS-1)*4096

SNP-pattern = 55AA

+(8*citS-2+4*opri+2*ampC-1+ampC-3)*256
+(8*ampC-4+4*ampC-5+2*ampC-6+ampC-7)*16
+ 8*fliCa+4*fliCa-SNP+2*ex0S+exoU;4)



